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• Folding of biopolymers

• Grand Canonical ensemble

• Reference system

• General theory
• Monte Carlo simulations

• System with long-range interactions

• Diagrammatic analysis
• Fluids correspondence

• All-harmonic system → an analytically solvable model
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Confined Biopolymers: Chaperons
Large proteins can’t fold in the crowded cell’s environment. Too easy to get
entangled and aggregate.

Small proteins, chaperons, can form cavities
where the large protein can fold correctly.

Confinement:

• Avoids interactions with other macromolecules which would cause
misfolding and aggregation

• Increases the stability of the native state




